The heterocyclic ring of the title compound, C 9 H 7 BrO 2 , obtained by bromination of 4-chromanone with copper bromide, adopts a half-chair conformation. The supramolecular structure is governed by a weak C-HÁ Á ÁO hydrogen bond. There is alsostacking between symmetry-related benzene rings; the centroid-centroid distance is 3.9464 (18), the perpendicular distance between the rings is 3.4703 (11) and the offset is 1.879 Å .
Related literature
For similar structures, see: Schollmeyer et al. (2005) ; Piel et al. (2011) ; Betz et al. (2011) . For synthesis involving chromanone intermediates, see: Simas et al. (2002) ; Zhang et al. (2008) . For the biological activity of chromanone derivatives, see: Cho et al. (1996) ; Xu et al. (1998) ; Shaikh et al. (2012 Shaikh et al. ( , 2013a Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; Ày þ 1; Àz.
Data collection: APEX2 (Bruker, 2006); cell refinement: SAINT (Bruker, 2006); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97. isoflavanone and homoisoflavanones (Simas et al., 2002 , Zhang et al., 2008 . These derivatives possess anticancer and antibiotic properties (Cho et al., 1996.) . Chromanone derivatives also possess antiviral activities against HIV and the simian immunodeficiency virus (SIV) (Xu et al., 1998) . We recently reported the synthesis of several homoisoflavanone analogues from their corresponding chromanone derivatives with antiinflammatory (Shaikh et al., 2012; Shaikh et al., 2013a) and antifungal activities (Shaikh et al., 2013b) .
In the title compound, the pyranone moiety is fused with the benzene ring and adopts a half chair conformation. The dihedral angle between the benzene ring and the (C 3 -C 2 -O 1 ) of the pyranone moiety is 43.03 (17)° and C2 flips out of the plane of the benzene ring by 0.5734 (31) Å (Fig. 1) .
The supramolecular structure is governed by a weak C-H···O hydrogen bond, C2 -H2A···.O2 (-x,1-y,-z) with an H···O distance of 2.44 Å, a C···O distance of 3.311 (3)Å and an angle at H of 146°.
There is also π-π stacking between the two benzene rings across the centre-of-symmetry at (1/2,1/2,0), the centroid to centroid distance is 3.9464 (18)Å, the perpendicular distance between the rings is 3.4703 (11)Å and the offset is 1.879Å.
Experimental
To a mixture of copper bromide (II) (11.351 g, 50.673 mmol) in ethyl acetate, chloroform (20:20 ml) was stirred under inert atmosphere at room temperature. Into this mixture, chroman-4-one (5 g, 33.783 mmol) in chloroform (20 ml) was added and the reaction mixture refluxed vigorously under inert atmosphere at 70 °C for 6 h. Completion of the reaction was monitored by thin layer chromatography. Upon completion, the reaction mixture was cooled, filtered and washed with chloroform (20 ml). The filtrate solution was evaporated under reduced pressure to get the pure title compound with a yield of 86%. 
Refinement
All non-hydrogen atoms were refined anisotropically. All hydrogen atoms were placed in idealized positions and refined with geometrical constraints. The structure was refined to a R factor of 0.0251. supplementary materials sup-2 Acta Cryst. (2013). E69, o473
Computing details
Data collection: APEX2 (Bruker, 2006) ; cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT (Bruker, 2006); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) .
Figure 1
The molecular structure of the title compound, with atom labels and anisotropic displacement ellipsoids (drawn at 50% probability level). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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